Prediction of linear B-cell epitopes.
The prediction of B-cell epitopes is desirable for designing peptide-based vaccines, or generating antibodies especially if the purified protein is difficult to obtain and immunization has to be performed with protein-derived synthetic peptides. A number of freely available tools predict epitopes from protein sequence or structural information. The handling of these tools is described and the predictive power is assessed using test data based on the proteome of HIV, where comprehensive epitope mapping data are available.